Darwin and surrounds (OR 19.5, p<0.001 and Katherine remote, and East Arnhem (Fig 1) . Melioidosis is very uncommon in the 122 southern half of the NT and this region was not included in our study. The 340 Top End environmental isolates were processed and subsequently B.
130
pseudomallei was confirmed as previously described (13- (Table 1 and Fig 2B) , whilst LPS B was found in all four geographical regions but with 210 numbers highest in the Katherine and Katherine remote region (Fig 2A and B A was also the dominant genotype (range=63-91%), followed by B (range=9-24%) and B2
214
(range=0-18%). Numbers of the LPS type A, B, and B2, respectively, were as follows:
215
Western Australia (10, 2, 0), Queensland (24, 9, 5) and Papua New Guinea (8, 1, 2). strain relatedness on the whole-genome level (Fig 4) . Overall, good clade structure based 269 on geographical origin was observed, with strains belonging to the same ST clustering 270 together and within the same LPS type, but with LPS A and B being dispersed throughout 271 the phylogeny (Fig 4) . However, this analysis revealed that 5/6 LPS B2 genomes of Top
272
End origin clustered together, suggesting that LPS B2 is geographically restricted in the 273 NT (Fig 4) . 
